The asymmetric unit of the title compound, [Zn(C 19 H 16 Cl 4 N 2 O 2 )(H 2 O)], comprises two crystallographically independent molecules. The geometry around the Zn II atoms is distorted trigonal-bipyramidal, supported by the N 2 O 2 donor atoms of the tetradentate Schiff base and a coordinating water molecule. The dihedral angles between the benzene rings in the two molecules are 34.10 (15) Å and 30.61 (15) Å . In the crystal, neighbouring independent molecules are linked by pairs of O-HÁ Á ÁO hydrogen bonds, forming dimers with R 2 2 (6) ring motifs, and by O-HÁ Á ÁCl hydrogen bonds. There are short ClÁ Á ÁCl [3.4728 (16), 3.4863 (16) , and 3.388 (1) Å ] contacts present, and molecules are also linked by C-HÁ Á ÁO and -[centroid-centroid distance = 3.671 (2) Å ] interactions.
Related literature
For applications of Schiff base ligands in coordination chemistry, see: Granovski et al. (1993) ; Blower et al. (1998) . For a related structure, see: Zhong-Lu et al. (2006) . For standard bond lengths, see: Allen et al. (1987) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For van der Waals radii, see: Bondi (1964) .
Experimental
Crystal data [Zn(C 19 H 16 
Data collection
Bruker SMART APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.594, T max = 0.754 40205 measured reflections 10321 independent reflections 6266 reflections with I > 2(I) R int = 0.053 Refinement R[F 2 > 2(F 2 )] = 0.047 wR(F 2 ) = 0.094 S = 1.00 10321 reflections 525 parameters H-atom parameters constrained Á max = 0.54 e Å À3 Á min = À0.55 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009). HK and SA thank PNU for financial support. MNT thanks GC University of Sargodha, Pakistan, for the research facility.
between the benzene rings are 34.10 (15) Å [C1-C6/C14-C19] and 30.61 (15) Å [C20-C25/C33-C38].
In the crystal, neighbouring independent molecules are linked by pairs of O-H···O hydrogen bonds forming dimers with R 2 2 (6) ring motifs (Bernstein et al., 1995) , and by O-H···Cl hydrogen bonds (Table 1 and Fig. 2 ). Short Cl···Cl [Cl2···Cl6 iv = 3.4728 (16)Å, (iv) x-1/2, -y+3/2, z+1/2; Cl4···Cl7 v = 3.4863 (16)Å, (v) -x+1/2, y-1/2, -z+3/2; Cl6···Cl8 vi = 3.388 (1)Å, (vi) -x+5/2, y-1/2, -z+3/2] contacts are present in the crystal structure ( Fig. 3) ; they are shorter than the sum of the van der Waals radii of Cl atoms [3.50 Å; Bondi, 1964] . The crystal structure is further stabilized C-H···O (Table   1 ) and π···π interactions [Cg1···Cg2 i = 3.671 (2)Å, (i) x-1, y, z; Cg1 and Cg2 are the centroids of the C14-C19 and C20-C25 benzene rings, respectively].
Experimental
The title compound was synthesized by adding 3,5-dichloro-salicylaldehyde-2,2-dimethyl-1,3-propanediamine (2 mmol) to a solution of Zn(OAc) 2 . 2H 2 O (2.1 mmol) in ethanol (30 ml). The mixture was refluxed with stirring for half an hour.
The resultant solution was filtered. Light-green single crystals of the title compound, suitable for X-ray structure determination, were recrystallized from ethanol by slow evaporation of the solvents at room temperature over several days.
Refinement
The H atoms of the water molecules were located in a difference Fourier map and were constrained to ride on the parent O atoms, with U iso (H) = 1.5U eq (O). The C-bound H-atoms were included in calculated positions and treated as riding atoms: C-H = 0.93, 0.96 and 0.97 Å for CH, CH 3 and CH 2 H-atoms, respectively, with U iso (H) = k × U eq (parent C-atom), where k = 1.5 for CH 3 H-atoms and = 1.2 for other H-atoms.
Computing details
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT (Bruker, 2005) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 supplementary materials sup-2 Acta Cryst. (2012). E68, m936-m937 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of the title compound, showing 40% probability displacement ellipsoids and the atom numbering. The C-bound H atoms have been omitted for clarity.
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Figure 2
The crystal packing of the title compound viewed down the a-axis, showing linking of individual dimers formed via O-H···O hydrogen bonds (dashed lines). The hydrogen atoms not involved in these interactions have been omitted for clarity.
Figure 3
The packing diagram of the title compound viewed down the c-axis, showing the Cl···Cl interactions (dashed lines). The hydrogen atoms have been omitted for clarity. 
Aqua{4,4′,6,6′-tetrachloro-2,2′-[(2,2-dimethylpropane-1,3-diyl)bis(nitrilomethanylylidene)]diphenolato}zinc
Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x (14) 0.92060 (17) 0.0355 (7) (13) Cl1 0.0421 (5) 0.0607 (7) 0.0841 (7) 0.0169 (5) 0.0028 (5) −0.0093 (5) Cl2 0.1053 (9) 0.0366 (6) 0.0784 (7) 0.0052 (6) −0.0020 (6) −0.0121 (5) Cl3 0.1106 (9) 0.0335 (6) 0.0812 (7) −0.0052 (5) 0.0462 (7) −0.0003 (5) Cl4 0.0425 (5) 0.0487 (6) 0.0673 (6) 0.0013 (4) 0.0263 (4) 0.0076 (4) Cl5 0.0520 (6) 0.0665 (7) 0.0836 (7) 0.0029 (5) 0.0250 (5 
